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<210> 1 

<211> 1137 

<212> DNA 

<213> Homo sapiens 

<400> 1 

ggaaagtggc ccaggccccc acggactgtt acagaggcga cgtcgccgcc gccaacatgg 6 0 

cggcgcccag tggcgtccac ctgctcgtcc gcagaggttc tcatagaatt ttctcttcac 120 

cactcaatca tatctactta cacaagcagt caagcagtca acaaagaaga aatttctttt 180 

\ ttcggagaca aagagatatt tcacacagta tagttttgcc ggctgcagtt tcttcagctc 240 

atccggttcc taagcacata aagaagccag actatgtgac gacaggcatt gtaccagact 300 

ggggagacag catagaagtt aagaatgaag atcagattca agggcttcat caggcttgtc 360 

agctggcccg ccacgtcctc ctcttggctg ggaagagttt aaaggttgac atgacaactg 420 

aagagataga tgctcttgtt catcgggaaa tcatcagtca taatgcctat ccctcacctc 480 

taggctatgg aggttttcca aaatctgttt gtacctctgt aaacaacgtg ctctgtcatg 540 

gtattcctga cagtcgacct cttcaggatg gagatattat caacattgat gtcacagtct 600 

attacaatgg ctaccatgga gacacctctg aaacattttt ggtgggcaat gtggacgaat 660 

gtggtaaaaa gttagtggag gttgccagga ggtgtagaga tgaagcaatt gcagcttgca 720 

gagcaggggc tcccttctct gtaattggaa acacaatcag ccacataact catcagaatg 780 

gttttcaagt ctgtccacat tttgtgggac atggaatagg atcttacttt catggacatc 840 

cagaaatttg gcatcatgca aacgacagtg atctacccat ggaggagggc atggcattca 900 

ctatagagcc aatcatcacg gagggatccc ctgaatttaa agtcctggag gatgcatgga 960 



ctgtggtctc cctagacaat caaaggtcgg cgcagttcga gcacacggtt ctgatcacgt 1020 
cgaggggcgc gcagatcctg accaaactac cccatgaggc ctgaggagcc gcccgaaggt 108 0 
cgcggtgacc tggtgccttt ttaaataaat tgctgaaatt tggctggaga actttta 1137 



<210> 2 

<211> 335 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Ala Ala Pro Ser Gly Val His Leu Leu Val Arg Arg Gly Ser His 
15 10 15 



Arg lie Phe Ser Ser Pro Leu Asn His lie Tyr Leu His Lys Gin Ser 
20 25 30 



Ser Ser Gin Gin Arg Arg Asn Phe Phe Phe Arg Arg Gin Arg Asp lie 
35 40 45 



Ser His Ser lie Val Leu Pro Ala Ala Val Ser Ser Ala His Pro Val 
50 55 60 



Pro Lys His lie Lys Lys Pro Asp Tyr Val Thr Thr Gly lie Val Pro 
65 70 75 80 



Asp Trp Gly Asp Ser lie Glu Val Lys Asn Glu Asp Gin lie Gin Gly 
85 90 95 



Leu His Gin Ala Cys Gin Leu Ala Arg His Val Leu Leu Leu Ala Gly 
100 105 110 



Lys Ser Leu Lys Val Asp Met Thr Thr Glu Glu lie Asp Ala Leu Val 
115 120 125 



His Arg Glu lie lie Ser His Asn Ala Tyr Pro Ser Pro Leu Gly Tyr 
130 135 140 



Gly Gly Phe Pro Lys Ser Val Cys Thr Ser Val Asn Asn Val Leu Cys 
145 150 155 160 



His Gly lie Pro Asp Ser Arg Pro Leu Gin Asp Gly Asp lie lie Asn 
165 170 175 



lie Asp Val Thr Val Tyr Tyr Asn Gly Tyr His Gly Asp Thr Ser Glu 
180 185 190 



Thr Phe Leu Val Gly Asn Val Asp Glu Cys Gly Lys Lys Leu Val Glu 
195 200 205 



Val Ala Arg Arg Cys Arg Asp Glu Ala lie Ala Ala Cys Arg Ala Gly 
210 215 220 



Ala Pro Phe Ser Val lie Gly Asn Thr lie Ser His lie Thr His Gin 
225 230 235 240 



Asn Gly Phe Gin Val Cys Pro His Phe Val Gly His Gly He Gly Ser 
245 250 255 



Tyr Phe His Gly His Pro Glu He Trp His His Ala Asn Asp Ser Asp 
260 265 270 



Leu Pro Met Glu Glu Gly Met Ala Phe Thr He Glu Pro lie He Thr 
275 280 285 



Glu Gly Ser Pro Glu Phe Lys Val Leu Glu Asp Ala Trp Thr Val Val 
290 295 300 



Ser Leu Asp Asn Gin Arg Ser Ala Gin Phe Glu His Thr Val Leu He 
305 310 315 320 



Thr Ser Arg Gly Ala Gin He Leu Thr Lys Leu Pro His Glu Ala 
325 330 335 



<210> 3 

<211> 1005 

<^212> DNA 

<213> Homo sapiens 

<400> 3 

atggcggcgc ccagtggcgt ccacctgctc gtccgcagag gttctcatag aattttctct 60 

tcaccactca atcatatcta cttacacaag cagtcaagca gtcaacaaag aagaaatttc 120 

ttttttcgga gacaaagaga tatttcacac agtatagttt tgccggctgc agtttcttca 180 

gctcatccgg ttcctaagca cataaagaag ccagactatg tgacgacagg cattgtacca 240 

gactggggag acagcataga agttaagaat gaagatcaga ttcaagggct tcatcaggct 3 00 



tgtcagctgg cccgccacgt cctcctcttg gctgggaaga gtttaaaggt tgacatgaca 360 

actgaagaga tagatgctct tgttcatcgg gaaatcatca gtcataatgc ctatccctca 420 

cctctaggct atggaggttt tccaaaatct gtttgtacct ctgtaaacaa cgtgctctgt 480 

catggtattc ctgacagtcg acctcttcag gatggagata ttatcaacat tgatgtcaca 540 

gtctattaca atggctacca tggagacacc tctgaaacat ttttggtggg caatgtggac 600 

gaatgtggta aaaagttagt ggaggttgcc aggaggtgta gagatgaagc aattgcagct 66 0 

tgcagagcag gggctccctt ctctgtaatt ggaaacacaa tcagccacat aactcatcag 720 

aatggttttc aagtctgtcc acattttgtg ggacatggaa taggatctta ctttcatgga 780 

catccagaaa tttggcatca tgcaaacgac agtgatctac ccatggagga gggcatggca 840 

ttcactatag agccaatcat cacggaggga tcccctgaat ttaaagtcct ggaggatgca 900 

tggactgtgg tctccctaga caatcaaagg tcggcgcagt tcgagcacac ggttctgatc 960 

acgtcgaggg gcgcgcagat cctgaccaaa ctaccccatg aggcc 1005 
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